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• Research Question: To compare the

bacterial diversity of Buffalo Creek and

Lancer Park’s research pond freshwater

systems (Fig.1)

• Hypothesis: Cellular abundance and

diversity will be higher in the stagnant

Lancer Park research pond than in Buffalo

Creek.

• Importance: This research is important to

understand the different types of bacteria

and how diverse and abundant they can be

in Lancer Park.

• A study in Spain concluded that bacterial

distribution was linked to fast and slow

moving water conditions (Berrendero et al.

2006).

• In 2013, a study done in Hawaii concluded

that cell abundance decreases from low to

high flow river conditions due to large

communities being flushed away (Weigner

et al. 2013).

• This study was conducted in freshwater,

and it’s expected that there will be a high

bacterial diversity compared to marine and

intertidal wetlands (Wang et al. 2013).
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• A correlation of water flow and bacterial

diversity and abundance couldn't be

determined due to lack of data.

• Lancer Park’s retention pond colony was

identified as genus: Pseudomonas with

no certain species.

• Buffalo Creek sample could not be

identified due to bad sequencing results.

More repetitions
• More colonies to sequence

Location
• New stagnant pond

• New part of Buffalo Creek

Identification
• Better sequencing results

• Fluorescence under UV (possibly help identify

the exact species of bacteria)
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