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® Microbes are mainly composed of bacteria, archaea, algae, Figure 5. Colony growth on two chosen
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interacting factors and processes:
o Temperature
o Climate
o Environmental factors?!
e Numerous DNA- and lipid-based investigations of soil microbial
communities have suggested high spatial and seasonal variability.>
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® The purpose of the experiment was to

collect and grow microbes from two

sampling spots from Lancer Park in Prince 60 Figure 7. Characteristics of colonies. The data
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Figure 9. Top 5 bacterial alignments. The figure
Janthinobacterium lividum strain 99 2 shows the tOp five bacterial alignments

according to the percent identity and number

Janthinobacterium svalbardensis strain | 98 6 ) ] ]
of gaps in the DNA sequence. Janithobacterium
. . — lividum strain was the top matched bacteria
Janthinobacterium agaricidamnosum 98 11
strain with 99% identity and 2 gaps.
Herminiimonas glaciei strain 97 12
Herminiimonas saxobsidens strain 97 15

® The gravel site showed a higher growth rate than the creek site as well as more bacterial diversity according to

the observed characteristics.

The bacteria collected was Janithobacterium lividum strain DSM 1522 16S Ribosomal.

It is found on the skin of amphibians and protects against fungal pathogens.

Finding this bacterium could help to multiply it and therefore help the amphibians fight off the diseases
Also to further study Janthinobacterium lividum, studies could be done to see the interaction of the
Janthinobacterium lividum and other bacteria, and the interaction with the amphibians.

e Knowing more about the bacteria can help the massive decline in amphibians around Prince Edward county

and ultimately around the world.
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